CDS of DNA polymerase 0 catalytic subunit (DPD1)

Drosophila melanogaster

Occasjapyx japonicus
Bourletiella hortensis
Tomoceridae sp.
Folsomia candida
Baculentulus morikawai
Nipponentomon nippon
Daphnia pulicaria

Triops granarius
Branchinella kugenumaensis
Oratosquilla oratoria
Procambarus clarkii
Cyclops vicinus
Thereuonema tuberculata

Psathyropus tenuipes
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Additional file 2. The coding sequence (CDS) region of the catalytic subunit of DNA polymerase delta (DPD1) sequenced in
this study. The lengths of the gene CDS are shown in accordance with those of Drosophila melanogaster. The locations of
primers used for amplifying and sequencing are indicated on the gene CDS of D. melanogaster. The number above or below the

primer name indicates the primer’s posi
spond to those shown in Additional file %

9\ in the nucleotide sequence following the initiation codon. The primer names corre-
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ノート注釈
Change "17" to "12"


